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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 



Source: 

Date Processed by STIC 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4211 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspt6.gov or phone 703-306-4119 (R Wax) 
PATENTIN 3.0 c-mail help: patin30help@uspto.gOV or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§1.821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25. 

Checker Version 3 .0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USPTO website at the following address: 



http://ww\v,uspto.gov/web/offices/pac/checker 
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RAW SEQTJEIJCE LISTING 

PATENT APPLICATION: US/09/199,129 
Input Set : D:\slreg. .txt 

OuLpuL Set: N:\CRF3\01042001\I199I29.raw 



DATE: 01/04/2001 
TIMK: 11:43:45 



Does Not Comply . <^ 

Corrected Diskette Needed | 



■\ <110> APPLICANT: By rum, Joseph R. 
2 T.a Rosa, Thomas J. 

4 <120> TITLE OF itTVENTlON: Nucieic Aclcl Molecules and Other Molecules Associated With 

5 Plants 

7 <:I30> FILE REFPJRENCE: 38-21(15075)8 
9 <14 0> CURRENT APPLICATION NUMBER: US/09/199,129 
9 <141> CURRENT FILING DATE: 199 8-11-24 
0 <16a> NUMBER OF SEQ ID NOS : 5521 



ERROEED SEQUENCES 






<210> SEQ ID NO; 1 
<211> LFJNGTH: 2 54 
<212> TYPE:^^ucle^ 



<213> ORGAN fSiTT 



ic acid^ 

\, lycxnemax 



<22 3> OTHER INFORMATION 
<4 00> SEQUENCE: 1 

ttca 




ca tccjc 
tcr^tcg 

aaqgaaaayc ggfjtaccttc aacjcacac^g caggaaaatg gtctggggat cc^;^a tgaf/nj 

aaggtcttca gaca fjOjLjL^ yi^L/-^ / O c/h i>W^ icc^ 
<210> SEQ ID NO: 2 \<<'^^^ ^ AT^'^ 

<211> LENGTH^^^a- 

<212> TYPE:(^cleic aci4 / 

70B^47902H1 



60 
120 
180 
240 
2 5-1 



<213> ORGANISM: Glycine max 



Clone ID: 



<22i> OTHER INFORMATION 
<4 00> SEQUENCE: 2 

gggcgcttct figngccgcca cngotgttcc ttcgacgccg ggcgngncgg gnggcgctgc 

gccaaccggg gactgcggcg ggtncccLgL Lctgcaacgg catcggngga agcccaccgn 

rtagnctiggc ggagttcacc ctgggcaacg ancatigantt: cHacgaagtg agcctggt:gg 

acggtjUacnn ccLacccatc Uccatnancn ccttcaaagg attccggaaa atgcactacn 

ccgggttgcg tgaacgangt caacnccatg tgccccgttg ggcLt 
<210> SEQ ID NO: 3 

<212> TYPE:^^iiucleic acid) ^ 



GO 
120 
180 
240 
285 



<213> ORGANIShT Glycine max 



<223> OTHER INFORMATION: Clone ID: 7D0547903H1 
<4 00> SEQUENCE:' 3 

cggtgaccca ttcatLggaa gccLggaaac cccagLtaca LccagcccLt LgaLcgcatg 
gtacttgUcc aacctgcccg catacagaac cgcagtyagc ccactactaa gagggaUcga 
ggtgggcctg gcccacggaU accttctggt gggcccattc gtgaaggccg ggcctcttag 
gaacaccgag atcgccgggc aagcgggctc Lctggccgcc ggtgggcttg tggtgatcct 
cagcctttgc ctcacaatct ntgggatttc atccttc 
<210> SEQ ID NO: 4 
<211> LENGTH: 219 



60 
120 
180 
240 
277 
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RAW SEQUENCE LISTIUG 

PATENT APPLICATION: US/09/199 , 1 29 



DATE : 
TIME: 



01/04/2001 
3. 1 : 4 3 ; 4 5 



rnpuL Si:>t : 
Output Set: 



D:\slreg. .txt 

II:\CRF3\0104200i\I199129 .rav; 



E-- > 



73 <212> TYPE: nucleic acid 

74 <213> ORGANISM: Glycine max 

76 <223> OTHER TNEORMATTON: Clone TD: 700547904HI 
73 <4 00> SLQUENCE: 4 

80 agccatcatc atgygaycaq tqattctccc agatctcgyc accqagattt tgattccgqt 60 
82 ctcjcgccatc attggaatag ggttcyccct cttccagtgg gtcctcgtct ccaaggttaa 120 
84 gctctccgct gccagagacq ctLcccctaa cciccgccggc aaaaatggct acaacgatta 180 
86 cctcatcgna gaagagqaacj gcctraacga tcacnacyt 219 

89 <210> SEO II) NO: 5 

90 <211> LENGTH: 2 71 

91 <212> TYPE: nucleic acid 

92 <213> ORGANISM: Glycine max • 

94 <223> OTHER I NFOKJ-IATION : CloiiP ID: 700547905H.1 
96 <400> SEQUENCE: 5 

98 ctcgcgcacc cttatcctcy ttqcLLtctc ttLgcacntc attcttggct ttttcgacga 6 0 
100 ctcaccacct qcttcaaaag atgctacaaa ccgqaagaaq cactagtgct ataqttatca 120 
102 ttcttccaqg ggataaaata ttacrytctgg caaaaatttc ttgggtdtty gaatcccagg 180 
104 agatqccaag gacttcttca at^caagtcqa gtcataggtt LtcLagagag caataggaaa 240 
106 gtgct.tacta aaaacaatct tatttaaatg c 2 71 

109 <210> SEQ ID NO: 6 

110 <211> LENGTH: 24 5 

111 <212> TYPE: nucleic acid 

112 <213> ORGANISM: Glycine max 

114 <223> OTHER INFORMATION: Clone ID: 700547y06Hi 
1'16 '^400> SEQUENCE: 6 

1 18 gcggcLtcca atggccacLc tgcaa Ltcac ottgcaccga ctcaaccaca Lty tncaggn 60 
120 cttctctacc t t cca eg cga accttctctc gaaaccgaag cctcattyLc aaagccnctt 120 
122 tcttcUtgtt ctgacyactt ctcoaaaagn aqgcgncgnt tcagcgcngn aancqccgna 180 
124 ctctcggnct cgctccciica gttannngng cgtgncgaag angcgcttiic ggagttggan 24 0 
126 anagt 245 
129 <210> SEQ ID NO : 7 
,130 <211> LENGTH: 275 

131 <212> TYPE: nucleic acid 

132 <213> ORGANISM: Giycinf* max 

134 <223> OTHER INFORMATION: Clone ID: 700 547907H1 
136 <4 00> SEQUENCE: 7 

138 tcacaaaaca actttcaaac tctgagaaag aatggctgcc aacacattga tgagtacUgc 60 
14 0 LaLctcagcc Utcccatctc LccLtr.ctLc ctcaaaatcc agatttgcca ncgcagttcc 120 
142 tcttt.ctagc tttggtgtca ccaatgcclc ttcttcncgc Ltttctatga gtgctgactg 180 
14 4 ga tgccaggc nagcctagac ctcctt.anct tga Uggttca gcacc tgg tg actttggatt 24 0 
146 cgancctctt ngtcttggtg aagtaccaga gaatc 275 
14 9 <210> SEQ TD NO: 8 

150 <211> LENGTH; 273 

151 <212> TYPE: nucleic acid 

152 <213> ORGANISM: Glycine max 

154 <22 3> OTHER INFORMATION: Clone ID: 70054 7909 HI 
156 <4 00> SEQUENCE: 8 

158 anagcctagg gLtcLttttc tcttctgctc tcacLccLtg caaaLctcgc gtaacgcatg 60 
160 cgtLtcltod cLcaatcgga gcccagcacL yatcLatLty yaacLctLcg aygtctgLgg 120 
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RAW SEQUENCE LISTING DATl:: : 01/04/2001 

PATENT APPLICATION: US/09/199,129 TIME: 11:43:45 

Input Set : D: \slreg . . txt 

Output Set: N:\CRF3\01042001\I199129.raw 

162 ttttacLgta ctcaatttga taaati'oagg caiman imnri iifinnnnnnnii nnnnnt.cccc 180 

164 tyottjtttat ggntgtgtcc atcgatgggg atcctgttga aaggatggtt tttgagcttt 240 

1G6 ctattjatqtt qctcccaaqa ctgnagaaaa ctt 273 

169 <210> StO ID NO: 9 

170 <211> LENGTH: 235 

E--> 171 <212> TYPE: nucleic acid 

17 2 <213> OKGANISH: Glycine max 

174 <223> OTHER INFORJ-IATTON : Clone ID: 700547910H1 
176 <4 00> SEQUENCE: 9 

178 aycccattca aggataacga atttatgggt gqatcaattt caaaacggag gcyttctagg CO 
180 caacgttcgg cctcaaattt tcttcctcqg tatcaacaac ctcatttccc acaaagccaa 120 
182 qataatqgqt ctgtygqgca ttatggqtat tcatctcaga qctataqtgg tggtcgtgct T80 
184 ccagaacaag taaagagctn ggataqgaag tatttaaggn taggtgatga ttata 235 

187 <210> SEQ ID NO: 10 

188 <211> LENGTH: 265 

E--> 189 <212> TYPE: nucleic acid 

190 <213> ORGANISM: Glycine max 

192 <22 3> OTHER INFORMATION: Clone 10: 7O0 54 7S11H1 
194 <4 00> SEQUENCE: 10 

.196 caaaaaaccc aaatgcaggt ttctccacta aaacttqggc qattttcana tttngtactt 60 
198 tggcaccctt cacataqtag tUctcaccat gtccgatact aaaagaagtg ccaacaacaq J 20 
200 cggttccaag cggagcctgc catcgtggac gaattcaagg qaaaatgaga gcgataacag 180 
202 tgcaaagaaa ccaactttgg atggccaagg tgagaaat.cc agtgacgctg agacacccca 240 
204 caaqagcaaa gtccaaaatg aaaat 265 

207 <210> SEO ID NO: 11 

208 <211> LENGTH: 273 

E--> 209 <212> TYPE: nucleic acid 

210 <213> ORGANISM: Glycine max 

212 <22 3> OTHER INFORMATION: Clone ID: 7 065.17913H1 
214 <400> SEQUENCE: 11 

210 gtcacaarcc aagcctccgc cgcgatttLc cggccatyLg cctcyaaatc gaggttUctg 60 
218 accqgctctt ccgqt.aaact caaccgggaa gtgactatga ggccaatggq gtgccctcct 120 
220 tctgcctctt tcaaggttga agccaagaag ggagaytygt tacctggctt ggcctcccca 180 
222 acttacctca atqgcactct tcctggtgac aatggatttg accctctggg actagctgag 240 
224 gacccayaga act.tgagytg gtacyttcaa gcc 273 
22 7 <210> SEQ ID NO: 12 
228 <211> LENGTH: 273 
E--> 229 <212> TYPE: nucleic acid 

230 <2'13> ORGANISM: Glycine max 

232 <223> OTHER INFORMATION: Clone ID: 70054 7914H1 
234 <4 00> SEQUENCE: 12 

236 gcgtaacaac aataaaaatc tcccatttgt nttttcttct cttcacgcac accaacaaaa * GO 
238 cctctctctc atcggaatct ccaaaaagaa tggacaacaa aacgcagcag tccgagagta 120 
240 agcaaaacga caacgacgag gaagttgcgc caaaacgaca agaccctaac ccgtcgtcLg 180 
242 gcgggtgggg cttttcaccg ctctcgtttc tctccgatct tcagaaggcc gccgctgttg 240 
24 4 cagccgaaga gatctctcyc aatgctgctg tag 273 
247 <210> SEQ ID NO: 13 
24 8 <2n> LENGTH: 277 
E--> 249 <212> TYPE: nucleic acid 
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RAV; SEQUENCE LISTING 

PATEHT APPLICATION: US/09/199,129 



DATE: 01/04/2001 
TIMK: 11:43:45 



Input Set : D:\slreg . .txt 

Output set: N:\CRP3\0IO42O01\I199i29.raw 



25U <213> OHGAMiSH: Glycine mux 

252 <223> OTIICU INFORiMATION : Clone ID: 70054 7916H1 
254 <4 00> SKQUENCE: "13 

256 agaacaagtra gttyagaact aagaaqqaqa agcaaatgqc tCcctcaatg atctcttccc 60 
25B cegctgttac cactgtcauc cqtgccggtg ccggcatggt tgctccattc actggcctca 120 
260 agtccatggc tggcttcccc accagaaaga ccaacaatga cattanctcc atUgctagca 180 
262 acgqtggaag agtgcnatgc atqcagqtgt gggccaccag ttggcaagaa gaagtttgag 240 
264 actcnttcct acctgccaqa ccttgatgat gcacatt 27 7 

257 <210> SEQ ID NO: 14 
268 <211> LENGTH: 275 

E--> 269 <212> TYPE: nucleic acid 

270 <2.13> ORGANISM: Glycine max 

27 2 <223> OTHER INfOHMATlOM : Clone ID: 700547917 Hi 
274 <4 00> SEQaENCE; 14 

2 70 qagcatttcn aatggagcaa qaaattqgtg attcattttc tttcgttggg nattqcattn 60 
278 qcaatqatct qga ttcattg attqgcttqc nacgggnnct tggqtnctac tctqaacacn 120 
280 aattttcaag atagctatgg qlgttqnata tttttntgtg aagaattaat qagcataatg 180 
282 ttttctggaa agantggggg cagaogaatc tea tf.gtcaa gaiittacaga gtttgagtgt 240 
284 gtcaaagcga cttgtganga gtgttagcca gaagt 275 

28 7 <210> SEQ ID NO: 15 
288 <2I1> LENGTH: 273 

E--> 289 <212> TYPE: nucleic acid 

290 <213> ORGANISM: Glycine max 

292 <22 3> OTHER INFORMATION: Clone ID: 70054 792 OH 1 
294 <4 00> SEQUENCE: 15 

296 attctctcca tatattatct caaacccctc tcacagaat.g ggaagtgcLg gaggaactga 60 
298 eta tgqtgca tacac tta tg agaatcttga gagagagcct tactggcoat cagagaagct 120 
300 taagatttcc atcactggng ctgggggttt tat eg eg tea caeatagcte ggcgcctcaa 180 
302 gacagagggg cattacatta ttgcttctga ttggaagaaa aatgagcaea tgactyagga 240 

3 04 catgttctgt gatgaattcc atcttgttga tct 2 73 

307 <210> SEQ ID NO: 16 

308 <211> LENGTH: 273 

E--> 309 <2i2> TYPE: nucleic acid 

310 <213> ORGAN ISM: Glycine max 

312 <'22 3> OTHER INFORMATION: Clone ID: 70054 7921H1 
314 <400> SEQUENCE: 16 

316 atcacaccat gccacegcta gtgaeaatca agagaactcc ttcaagaagg gttctgctcg 60 
318 ctctgccaqt aaaagtcagg agaaeaagtc atctggatta tcaaagtcat egactaatgc 120 
320 aaataattat ggftcagttt cttctcaaag ntcaagtgta octgcaaaca gtactgagga 180 
3 22 tgaca tggat ga ttttga tc eaagaggaac ttc taccaaa acttcagctg gaaactctaa 24 0 
3 24 coeagqttqa tctctttgga caagattaa t egg 27 3 

327 <210> SEQ ID NO: 17 

328 <211> LENGTH: 245 . . 
E--> 329 <212> TYPE: nucleic acid 

3 30 <213> ORGANISM; Glycine max 

332 <22 3> OTHER INFORMATION: Clone ID: 7 0O54 7924H1 
334 <400> SEQUENCE: 17 

336 gacacgctca cgccgtcaaa ccaacttgag tgcgttccag gaaacacate ccctctccat GO 
338 ttcdttcaet tctctgetct ctct_ttctcc cacgaattce caaacttatt ttcacgcttc 120 
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RAW SEQUENCE LISTING DATL: 01/04/2001. 

PATKHT APPLICATION: US/09/199 , 129 TIMK: 11:43:45 

Input Set : D: \slreg . . txt 

OiitpUt Set: N:\CRP3\0104 2001\I199129.raV7 

34 0 cdatttccgt cacgtaaacc atgcatcacc cjcctcccaaa ttagqqtttc ccjacaggcgr: ISO 

342 9tggagg<iot cgatggcgdc cgtgaatccg cagccLcLgc agttcgoyg^i cccugctata 240 
34 4 cc'Cqt: 245 
^17 <2X0> SKO ID NO: 18 

343 <211> LENGTH: 2 71 

E--> 349 <212> TYPE: nucleic acid 

3 50 <213> ORGANISM: Glycine max 

352 <22 3> OTHKR INFORMATf ON : Clone ID: 70054 7925H1 
3 54 <4 00> SKUUKNCE: 18 

356 tttcttcccd tttcaccccL cgtctttccL tgtttccggt gagggccaac cacoacatat 60 
358 qttdaacaag gaacaacctc caaaacataa catcctacgc caaacaaaac tttgacctcc 120 
360 ttcagatcta taccctnnnn nnnnnnnniin ntctattttc aaattctaca tcatgggoac 180 
362 qgaggttcta cggccacaag attgtttcac ccaacgcatc ggtgttccac cgcctggctt 240 
364 ttcccggcqa agaacctatg gtacccacca c 271 

367 <210> St:0 ID HO: 19 

368 <211> LFJNGTH: 270 

E--> 369 <212> TYPE: nucleic acid 

3 70 <-213> ORGAN ISH: Glvcine max 

3 72 <223> OTHKR INFORMATION: Clona ID: 7005 4 7926H1 
37 t <4 00> SEQUENCE: 19 

376 ccntatt ttc t.ttccctagt caaggagatt catctctgca gcaggttgtt ttagaaaaga 60 
378 aaaaatgcLg aagat.ttgct gcattggggc tggatatgtg gggggtccaa oaatggcagt 120 
380 cattgcactg aaatgcccct caattgaagt ggctgttgtt gacatctcta aatccaggat 180 
382 Lgcagcdtgg aacagtgacc agctccctaL ctatgagcca ggccttgatg atgtggtgaa 240 
384 qcaatgtcqt ggcaagaacc ttttcttcag 270 
38 7 <210> SEQ ID NO: 20 
388 <211> LENGTH: 269 
E--> 389 <212> TYPE: nucleic acid 

390 <213> ORGANISM: Glycine max 

392 <223> OTHER 1NF0R14AT10N : Clone ID: 70054 7927H1 
394 <4a0> SEQUENCE: 20 

306 cnaqattr.qa aggtt.cgtta tgctccacat ctcccact.tg tcttgogcgg tcttacat.gc 60 
398 aaatttcgtg gaggactyaa aactgycatt gttgggagaa caggaagtgg taaatccacL 120 

4 00 ctcatacaaa cacttttccg- aatugttgag cctactgccg gccaagttat gattgacagc 180 
4 02 atcaacat.ct cLLcaatgga ctLcatgaLt tgaggtct.ag actaagcatc atcctccaga 24 0 
4 04 ttccacaatg tttgaaggga ccgtgagaa 269 





The types of errors shown exist throuehout the Sequence Listing, Please check 
subsequent sequences for similar errors. 

_fi)i:; 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY DATU : 01/04/2001 

PATENT APPLICATTOW: US/09/199,129 TIME: 11:43:57 

Input Set : D:\slreg. .txt 

Output Set: N:\CRF3\01042001\I199129.raw 

L:9 M:270 C: Current Application Number cUft'ers, Replaced Current Application No 
L:9 M:27l C: Current riling Date differs. Replaced Current Filing Date 



L 


•13 


M: 


310 


£: 


(3) 


Wrong or 


•liss i ng 


Sequence 


Type , 


TYPE: 


L 


3 3 


H : 


310 


B: 


(3) 


v/roncj or Misslntj 


Sequence 


Type, 


TYPE: 


L 


53 


M: 


310 


E: 


(3) 


Wrong or Missintj 


Sequence 


Type, 


TYPE: 


L 


73 


■i : 


310 


E: 


(3) 


Wrong or Hissing 


Sequence Typo, 


TYPE: 


L 


91 


M: 


310 


E: 


(3) 


Wrong or M isslng 


Sequence Type, 


TYPE: 


L 


lai 


M 


: 31.0 


E 


: (3) 


Wrong 


or 


Hi.ss ing 


Sequence 


Type, 


TYPE: 


L 


131 


M 


;310 


E 


: (3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


li 


151 


11 


: 310 


E 


: (3) 


Wrong 


or 


Missing 


Sequence 


'iVpe, 


TYPE: 


L 


171 


M 


:310 


E 


: (3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


t 


189 


M 


:310 


E 


• (3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


L 


209 


M 


: 310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


T. 


229 


M 


:310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE : 


L 


249 


M 


: 310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


L 


269 


M 


:310 


E 


(3) 


Wrong 


or 


Hissing 


Sequence 


Type, 


TYPE: 


L 


289 


M 


: 310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


L 


309 


M 


: 310 


E 


(3) 


Wrong 


or 


Missing 


sequence 


Type, 


TYPE: 


L 


329 


M 


:310 


E 


(3) 


Wrong 


or 


Mis s i ng 


Sequence 


Type , 


TYPE: 


L 


349 


M 


•310 


E 


(3) 


Wrong 


or 


Missi ng 


Sequence 


Type, 


TYPE: 


h 


369 


M 


•310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type , 


TYPE: 


X. 


389 


M 


■310 


E 


(3) 


Wrong 


or 


Missi ng 


Sequence 


Type, 


TYPE: 


T. 


409 


M 


310 


E 


(3) 


Wrong 


or 


Missi ng 


Sequence 


Type , 


TYPE: 


L 


129 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


I.. 


449 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


T. 


4 69 


M 


310 


E 


(3) 


V7rong 


or 


Missing 


Sequence 


Type , 


TYPE: 


T. 
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M 


310 


E 


(3) 


Wrong 


or 


Missi ng 


Sequence 


Type, 


TYPE: 


1. 


509 
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E 


(3) 


Wrong 


or 


Missi rtg 
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Type, 


TYPE: 


L 


529 
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I, 
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E 
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TYPE: 
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Wrong 
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X. 
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L- 
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L: 
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M 


310 


E 


(3) 


Wrong 


or 


Missi ng 


Sequence 


Type, 


TYPE: 


T,: 


669 


I'l 


310 


E 


(3) 


Wrong 


or 


Hiss.i ng 


Sequence 


Type, 


TYPE: 


L: 


689 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


L: 


709 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


L: 


739 


H 


310 


E 


(3) 


Wrong 


or 


Missing 


sequence 


Type, 


TYPE: 


L: 


749 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


L: 


769 


Jd 


3.10 


E 


(3) 


Wrong 


o.r 


Missing 


Sequence 


Type, 


TYPE: 


L: 


789 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


L: 


809 


H 


310 


E 


(3) 


Wrong 


or 


Missing 


sequence 


Type, 


TYPE : 


L: 


829 


M 


310 


K 


(3) 


Wrong 


or 


Missi ng 


Sequence 


Type, 


TYPE: 


L: 


84 9 


M 


310 


E 


(3) 


Wrong 


or 


Mi.ssi.ng 


Sequence 


Type, 


TYPE: 


L: 


8G3 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


L: 


8 83 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 


r^: 


903 


M 


310 


E 


(3) 


Wrong 


or 


Missing 


Sequence 


Type, 


TYPE: 
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VERIFICATION SUMMARY DATE: 01/04/2001 

PATP.NT APPLICATION: US/09/199, L29 TIME: 31:43 : 57 

Input Set : D:\slreg. .txt 

OutpuL Set: N:\CRF3\01042001\I199129.raw 



L; 923 M: 310 E: (3) 

L:943 1-1:310 E: (3) 

L:963 M:310 E: (3) 

L:983 M:310 E: (3) 



VJroiig or Missincj 

wro!Kj or Missing 

V/ronq or Missinq 

Wrong or Missiny 



Sequence Type, TYPE 

Sequence Type, TVPE 

Sequence Type, TYPE 

Sequence Type. TYPE 
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